SEQUENCE LISTING 
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<140> 
<141> 

<160> 50 

<170> Patentln version 3.0 

SI <210> 1 

ff <211> 726 

<212> DNA 

W <213> E. coli 

In) 

CiJ <220> 

m <221> CDS 

<222> (1) . . . (723) 

<400> 1 

PJ atg agt aat aaa aac gtc aat gta agg aaa teg cag gaa ata aca ttc 4 8 

hm Met Ser Asn Lys Asn Val Asn Val Arg Lys Ser Gin Glu lie Thr Phe 
O 1 5 10 15 

.f? tgc ttg ctg gca ggt ate ctg atg ttc atg gca atg atg gtt gcc jga 96 
*■* Cys Leu Leu Ala Gly He Leu Met Phe Met Ala Met Met Val Ala Gly 

20 25 30 

cgc get gaa gcg gga gtg gcc tta ggt gcg act cgc gta att tat zcg 144 
Arg Ala Glu Ala Gly Val Ala Leu Gly Ala Thr Arg Val He Tyr Pro 
35 40 45 

gca ggg caa aaa caa gtg caa ctt gcc gtg aca aat aat gat gaa aat 192 
Ala Gly Gin Lys Gin Val Gin Leu Ala Val Thr Asn Asn Asp Glu Asn 
50 55 60 

agt acc tat tta att caa tea tgg gtg gaa aat gcc gat ggt gta aag 240 
Ser Thr Tyr Leu He Gin Ser Trp Val Glu Asn Ala Asp Gly Val Lys 
65 ^ 70 75 80 

gat ggt cgt ttt ate gtg acg cct cct ctg ttt gcg atg aag gga aaa 288 
Asp Gly Arg Phe He Val Thr Pro Pro Leu Phe Ala Met Lys Gly Lys 
85 90 95 

aaa gag aat acc tta cgt att ctt gat gca aca aat aac caa ttg :ca 336 
Lys Glu Asn Thr Leu Arg He Leu Asp Ala Thr Asn Asn Gin Leu Pro 
100 ~ 105 110 

cag gac egg gaa agt tta ttc tgg atg aac gtt aaa gcg att ccg bca 384 
Gin Asp Arg Glu Ser Leu Phe Trp Met Asn Val Lys Ala He Pro Ser 
115 120 125 
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atg gat aaa tea aaa ttg act gag aat acg eta cag etc gca att ate 432 

Met Asp Lys Ser Lys Leu Thr Glu Asn Thr Leu Gin Leu Ala lie lie 
130 135 140 

age cgc att aaa ctg tac tat cgc ccg get aaa tta gcg ttg cca zee 480 

Ser Arg lie Lys Leu Tyr Tyr Arg Pro Ala Lys Leu Ala Leu Pro Pro 
145 150 155 160 

gat cag gee gca gaa aaa tta aga ttt cgt cgt age gcg aat tct etg 528 

Asp Gin Ala Ala Glu Lys Leu Arg Phe Arg Arg Ser Ala Asn Ser Leu 

165 " " 170 175 

acg ctg att aac ccg aca ccc tat tac ctg acg gta aca gag ttg aat 576 

Thr Leu lie Asn Pro Thr Pro Tyr Tyr Leu Thr Val Thr Glu Leu Asn 
180 185 190 

gee gga acc egg gtt ctt gaa aat gca ttg gtg cct cca atg ggc gaa 624 

Ala Gly Thr Arg Val Leu Glu Asn Ala Leu Val Pro Pro Met Gly Glu 
U 195 200 205 

fi age acg gtt aaa ttg cct tct gat gca gga age aat att act tac ^ga 672 

JT Ser Thr Val Lys Leu Pro Ser Asp Ala Gly Ser Asn lie Thr Tyr Arg 
E 210 215 220 

m 

%*S aca ata aat gat tat ggc gca ctt acc ccc aaa atg acg ggc gta atg 720 

fy Thr He Asn Asp Tyr Gly Ala Leu Thr Pro Lys Met Thr Gly Val Met 
m 225 230 235 240 



IP*? 



gaa taa 726 
Glu 



<210> 2 

<211> 241 

<212> PRT 

<213> E. coli 



<400> 2 



Met 


Ser 


Asn 


Lys 


1 








Cys 


Leu 


Leu 


Ala 








20 


Arg 


Ala 


Glu 


Ala 






35 




Ala 


Gly 


Gin 


Lys 




50 






Ser 


Thr 


Tyr 


Leu 


65 








Asp 


Gly 


Arg 


Phe 


Lys 


Glu 


Asn 


Thr 








100 


Gin 


Asp 


Arg 


Glu 






115 




Met 


Asp 


Lys 


Ser 




130 






Ser 


Arg 


He 


Lys 


145 








Asp 


Gin 


Ala 


Ala 



Asn 


Val 


Asn 


Val 


5 








Gly 


He 


Leu 


Met 


Gly 


Val 


Ala 


Leu 








40 


Gin 


Val 


Gin 


Leu 






55 




He 


Gin 


Ser 


Trp 




70 






He 


Val 


Thr 


Pro 


85 








Leu 


Arg 


He 


Leu 


Ser 


Leu 


Phe 


Trp 








120 


Lys 


Leu 


Thr 


Glu 






135 




Leu 


Tyr 


Tyr 


Arg 




150 






Glu 


Lys 


Leu 


Arg 


165 









Arg Lys Ser Gin 
10 

Phe Met Ala Met 
25 

Gly Ala Thr Arg 

Ala Val Thr Asn 
60 

Val Glu Asn Ala 
75 

Pro Leu Phe Ala 
90 

Asp Ala Thr Asn 
105 

Met Asn Val Lys 

Asn Thr Leu Gin 
140 

Pro Ala Lys Leu 
155 

Phe Arg Arg Ser 
170 



Glu 


He 


Thr 


Phe 






15 




Met 


Val 


Ala 


Gly 




30 






Val 


He 


Tyr 


Pro 


45 








Asn 


Asp 


Glu 


Asn 


Asp 


Gly Val 


Lys 








3 0 


Met 


Lys 


Gly 


Lys 






95 




Asn 


Gin 


Leu 


Pro 




110 






Ala 


He 


Pro 


Ser 


125 








Leu 


Ala 


He 


He 


Ala 


Leu 


Pro 


Pro 








L60 


Ala 


Asn 


Ser 


_.eu 






175 
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Thr 


Leu 


He Asn 


Pro 


Thr 


Pro 


Tyr 


Tyr 


Leu 


Thr 


Val 


Thr 


Glu Leu 


^sn 






180 










185 










190 




Ala 


Gly 


Thr Arg 


Val 


Leu 


Glu 


Asn 


Ala 


Leu 


Val 


Pro 


Pro 


Met Gly 


jlU 






195 








200 










205 






Ser 


Thr 


Val Lys 


Leu 


Pro 


Ser 


Asp 


Ala 


Gly 


Ser 


Asn 


He 


Thr Tyr 


^rg 




210 








215 










220 








Thr 


He 


Asn Asp 


Tyr 


Gly 


Ala 


Leu 


Thr 


Pro 


Lys 


Met 


Thr 


Gly Val 


Viet 


225 








230 










235 








240 



Glu 



<210> 3 

<211> 903 

<212> DNA 

<213> E. coli 

<220> 

<221> CDS 

<222> (1) . . . (900) 

<400> 3 

atg aaa cga gtt att acc ctg ttt get gta ctg ctg atg ggc tgg teg 4 8 

Met Lys Arg Val He Thr Leu Phe Ala Val Leu Leu Met Gly Trp 3er 
-20 -15 -10 



gta aat gec tgg tea ttc gec tgt aaa acc gec aat ggt acc get ate 96 

TS; Val Asn Ala Trp Ser Phe Ala Cys Lys Thr Ala Asn Gly Thr Ala lie 

m -5 "-11 5 10 

M cct att ggc ggt ggc age gec aat gtt tat gta aac ctt gcg ccc gtc 14 4 

HI Pro He Gly Gly Gly Ser Ala Asn Val Tyr Val Asn Leu Ala Pro Val 

U 15 20 25 

52 gtg aat gtg ggg caa aac ctg gtc gtg gat ctt teg acg caa ate btt 192 

W Val Asn Val Gly Gin Asn Leu Val Val Asp Leu Ser Thr Gin He Phe 

H 30 35 4 0 

tgc cat aac gat tat ccg gaa acc att aca gac tat gtc aca ctg caa 24 0 

Cys His Asn Asp Tyr Pro Glu Thr He Thr Asp Tyr Val Thr Leu Gin 

45 50 55 

cga ggc teg get tat ggc ggc gtg tta tct aat ttt tec ggg acc gta 288 

Arg Gly Ser Ala Tyr Gly Gly Val Leu Ser Asn Phe Ser Gly Thr Val 

60 65 7 0 7 5 



aaa tat agt 
Lys Tyr Ser 



cgc gtt gtt 
Arg Val Val 



tat ttg acg 
Tyr Leu Thr 
110 

tea tta att 
Ser Leu He 
125 



ggc agt age 
Gly Ser Ser 
80 

tat aat teg 
Tyr Asn Ser 
95 

cct gtg age 
Pro Val Ser 



gec gtg ctt 
Ala Val Leu 



tat cca ttt 
Tyr Pro Phe 



aga acg gat 
Arg Thr Asp 
100 

agt gcg ggc 
Ser Ala Gly 
115 

att ttg cga 
He Leu Arg 
130 



cct acc acc 
Pro Thr Thr 
85 

aag ccg tgg 
Lys Pro Trp 



ggg gtg gcg 
Gly Val Ala 



cag acc aac 
Gin Thr Asn 
135 



age gaa acg 
Ser Glu Thr 
90 

ccg gtg gcg 
Pro Val Ala 
105 

att aaa get 
He Lys Ala 
120 

aac tat aac 
Asn Tyr Asn 



ccg 336 
Pro 



ctt 384 
Leu 



ggc 4 32 

Sly 



age 4 80 

Ser 



-3- 



13 



gat 
Asp 
140 


gat 
Asp 


ttc 
Phe 


cag 
Gin 


ttt 
Phe 


gtg 
Val 
145 


tgg 
Trp 


aat 
Asn 


att 
He 


tac 
Tyr 


gcc 
Ala 
150 


aat 
Asn 


aat 
Asn 


gat 
Asp 


gtg 
Val 


gtg 

7a 1 
155 


528 


gtg 
Val 


cct 
Pro 


act 
Thr 


ggc 
Gly 


ggc 
Gly 
160 


tgc 
Cys 


gat 
Asp 


gtt 
Val 


tct 

Ser 


get 
Ala 
165 


cgt 
Arg 


gat 
Asp 


gtc 
Val 


acc 
Thr 


gtt 
Val 
170 


act 
Thr 


576 


ctg 
Leu 


ccg 
Pro 


gac 
Asp 


tac 
Tyr 
175 


cct 
Pro 


ggt 
Gly 


tea 
Ser 


gtg 
Val 


cca 
Pro 
180 


att 
He 


cct 
Pro 


ctt 
Leu 


acc 
Thr 


gtt 
Val 

185 


tat 
Tyr 


tgt 
Cys 


624 


gcg 
Ala 


aaa 
Lys 


age 
Ser 
190 


caa 
Gin 


aac 
Asn 


ctg 
Leu 


ggg 

Gly 


tat 
Tyr 
195 


tac 
Tyr 


etc 
Leu 


tec 
Ser 


ggc 
Gly 


aca 
Thr 
200 


acc 
Thr 


gca 
Ala 


gat 
Asp 


672 


gcg 
Ala 


ggc 
Gly 
205 


aac 
Asn 


teg 
Ser 


att 
He 


ttc 
Phe 


acc 
Thr 
210 


aat 
Asn 


acc 
Thr 


gcg 
Ala 


teg 
Ser 


ttt 
Phe 
215 


tea 
Ser 


cct 
Pro 


gca 
Ala 


cag 
Gin 


720 


ggc 
Gly 
220 


gtc 
Val 


ggc 
Gly 


gta 
Val 


cag 
Gin 


ttg 
Leu 
225 


acg 
Thr 


cgc 
Arg 


aac 
Asn 


ggt 
Gly 


acg 
Thr 
230 


att 
He 


att 
He 


cca 
Pro 


gcg 
Ala 


aat 
Asn 
235 


768 


aac 
Asn 


acg 
Thr 


gta 
Val 


teg 
Ser 


tta 
Leu 
240 


gga gca 
Gly Ala 


gta 
Val 


ggg 

Gly 


act 
Thr 
245 


teg 
Ser 


gcg 
Ala 


gtg 

Val 


agt 
Ser 


ctg 
Leu 
250 


gga 
Gly 


816 


tta 
Leu 


acg 
Thr 


gca 
Ala 


aat 
Asn 
255 


tat 
Tyr 


gca 
Ala 


cgt 
Arg 


acc 
Thr 


gga 
Gly 
260 


ggg 

Gly 


cag 
Gin 


gtg 
Val 


act 
Thr 


gca 
Ala 
265 


ggg 

Gly 


aat 
Asn 


864 


gtg 
Val 


caa 
Gin 


teg 
Ser 


att 
He 


att 
He 


ggc gtg 
Gly Val 


act 
Thr 


ttt 
Phe 


gtt 
Val 


tat 
Tyr 


caa 
Gin 


taa 








903 



270 275 



<210> 4 

<211> 300 

<212> PRT 

<213> E . coli 



<400> 4 



Met 


Lys 


Arg 


Val 


He 


Thr 


Leu 


Phe 


Ala 


Val 


Leu 


Leu 


Met 


Gly 


Trp 


Ser 




-20 










-15 










-10 










Val 


Asn 


Ala 


Trp 


Ser 


Phe 


Ala 


Cys 


Lys 


Thr 


Ala 


Asn 


Gly 


Thr 


Ala 


lie 


-5 








-1 


1 








5 










10 




Pro 


He 


Gly 


Gly 


Gly 


Ser 


Ala 


Asn 


Val 


Tyr 


Val 


Asn 


Leu 


Ala 


Pro 


Val 








15 










20 










25 






Val 


Asn 


Val 


Gly 


Gin 


Asn 


Leu 


Val 


Val 


Asp 


Leu 


Ser 


Thr 


Gin 


He 


Phe 






30 










35 










40 








Cys 


His 


Asn 


Asp 


Tyr 


Pro 


Glu 


Thr 


He 


Thr 


Asp 


Tyr 


Val 


Thr 


Leu 


Gin 




45 










50 










55 










Arg 


Gly 


Ser 


Ala 


Tyr 


Gly Gly Val 


Leu 


Ser 


Asn 


Phe 


Ser 


Gly 


Thr 


/al 


60 










65 










70 










75 


Lys 


Tyr 


Ser 


Gly 


Ser 


Ser 


Tyr 


Pro 


Phe 


Pro 


Thr 


Thr 


Ser 


Glu 


Thr 


Pro 










80 










85 










90 




Arg 


Val 


Val 


Tyr 


Asn 


Ser 


Arg 


Thr 


Asp 


Lys 


Pro 


Trp 


Pro 


Val 


Ala 


Leu 








95 










100 










105 






Tyr 


Leu 


Thr 


Pro 


Val 


Ser 


Ser 


Ala 


Gly 


Gly 


Val 


Ala 


He 


Lys 


Ala 


Gly 



110 115 120 



-4- 



■s 



Ser 


Leu 


lie 


Ala 


val 


Leu 


lie 


Leu 


Arg 


bin 


i nr 


Asn 


Asn 


Tyr 


Asn 






125 










loU 




















Asp 


Asp 


Fne 


bin 


rne 


val 


Trp 


Asn 


lie 


Tyr 


Aia 


Asn 


Asn 


Asp 


vai 


vai 


14 0 










~\ A CI 
1 4 O 










1 oU 










1 cc 

loo 


Val 


Pro 


Thr 


Gly 


Gly 


Cys 


Asp 


Val 


Ser 


TV 1 -a 

Ala 


Arg 


Asp 


vai 


Thr 


vai 


i nr 










1 bU 










1 DO 










1 7 n 
1 / u 




Leu 


Pro 


Asp 


Tyr 


Pro 


b±y 


Ser 


vai 


Pro 


lie 


Pro 


Leu 


Thr 


vai 


Tyr 


vys 








I/O 










ion 










1 QC 

loo 






Ala 


Lys 


Ser 


Gin 


Asn 


Leu 


Gly 


Tyr 


Tyr 


Leu 


Ser 


Gly 


Thr 


Thr 


Ala 


Asp 






190 










lyo 










o n n 
ZUU 








TV "1 — . 

Ala 


Gly 


Asn 


Ser 


lie 


Phe 


Thr 


Asn 


inr 


Ala 


Ser 


Fne 


Ser 


Pro 


Ala 






205 










210 










Zlo 










Gly 


Val 


Gly 


Val 


Gin 


Leu 


Thr 


Arg 


Asn 


Gly 


Thr 


lie 


lie 


Pro 


7\ 1 ^, 

Ala 


Asn 


220 










225 










zoO 










o o c 


Asn 


Thr 


Val 


Ser 


Leu 


Gly Ala 


Val 


Gly 


Thr 


Ser 


Ala 


Val 


Ser 


Leu 


Sly 










240 










245 










250 




Leu 


Thr 


Ala 


Asn 


Tyr 


Ala 


Arg 


Thr 


Gly 


Gly 


Gin 


Val 


Thr 


Ala 


Gly 


Asn 








255 










260 










265 






Val 


Gin 


Ser 


lie 


He 


Gly Val 


Thr 


Phe 


Val 


Tyr 


Gin 














270 










275 



















W <210> 5 
H? <211> 30 
fj| <212> DNA 

<213> Artificial 

7£ <220> 

<223> Description of Artificial Sequence: Primer 

s 



H, <400> 5 

SI ggggggaatt cacccggagg gatgattgta 30 



<210> 6 
<211> 28 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 6 

ccagtaggca ccaccacatc attattgg 28 

<210> 7 
<211> 48 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 7 

ctggtcggta aatgcctggt cagcggcctg taaaaccgcc aatggtac 4 8 

<210> 8 
<211> 48 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
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<400> 8 

gtaccattgg cggttttaca ggccgctgac caggcattta ccgaccag 



48 



<210> 9 
<211> 43 
<212> DNA 
<213> Artificial 



<220> 

<223> Description of Artificial Sequence: Primer 
<400> 9 

gccaatggta ccgctatccc tgcgggcggt ggcagcgcca atg 43 

<210> 10 
<211> 43 
<212> DNA 
<213> Artificial 

£5 <220> 

55 <223> Description of Artificial Sequence: Primer 

ft <4 00> 10 

Ul cattggcgct gccaccgccc gcagggatag cggtaccatt ggc 43 

m <2io> n 

m <211> 44 

^ <212> DNA 

f a <213> Artificial 

Hj <220> 

<223> Description of Artificial Sequence: Primer 
<400> 11 

ccataacgat tatccggaaa ccgcgacaga ctatgtcaca ctgc 4 4 

<210> 12 
<211> 44 
<212> DNA 
<213> Artificial 



S £ 



<220> 

<223> Description of Artificial Sequence: Primer 
<400> 12 

gcagtgtgac atagtctgtc gcggtttccg gataatcgtt atgg 44 



<210> 13 
<211> 24 
<212> DNA 
<213> Artificial 



<220> 

<223> Description of Artificial Sequence: Primer 
<400> 13 

gcaacgaggc gccgcttatg gcgg 24 

<210> 14 
<211> 24 
<212> DNA 
<213> Artificial 
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<220> 

<223> Description of Artificial Sequence: Primer 



<400> 14 

ccgccataag cggcgcctcg ttgc 24 

<210> 15 
<211> 28 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 15 

cttttgccat gctgattatc cggaaacc 28 

<210> 16 
<211> 28 



C3 <212> DNA 



O <213> Artificial 
in <220> 

<223> Description of Artificial Sequence: Primer 

**$ 

® <4 00> 16 

Ul ggtttccgga taatcagcat ggcaaaac 28 



<210> 17 
<211> 28 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 17 

cttttgccat gatgattatc cggaaacc 28 

<210> 18 
<211> 28 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 18 

ggtttccgga taatcatcat ggcaaaac 28 

<210> 19 
<211> 55 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 19 

gcaaatcttt tgccataacg atgcgccgga aaccattaca gactatgtca cactc: 55 
<210> 20 
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<211> 55 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 20 

cagtgtgaca tagtctgtaa tggtttccgg cgcatcgtta tggcaaaaga tttgc 55 

<210> 21 
<211> 24 
<212> DMA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
H <4 00> 21 

CJ accattacag cttatgtcac actg 24 

2? <210> 22 

l m <211> 24 

p <212> DNA 

O <213> Artificial 

111 <220> 

2'"' <223> Description of Artificial Sequence: Primer 
<400> 22 

cagtgtgaca taagctgtaa tggt 24 

<210> 23 
<211> 24 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 23 

accattacaa actatgtcac actg 24 

<210> 24 
<211> 24 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 24 

cagtgtgaca tagtttgtaa tggt 24 

<210> 25 
<211> 24 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
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<400> 25 

cttattttgc gcgctaccaa caac 



24 



<210> 26 
<211> 24 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 26 

gttgttggta gcgcgcaaaa taag 24 

<210> 27 
<211> 24 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 



7™ <4 00> 27 

t 

y$ cttattttgc gaaataccaa caac 24 

p <210> 28 
Jjf <211> 24 

<212> DNA 
J s <213> Artificial 

HJ <220> 

<223> Description of Artificial Sequence: Primer 
<4 00> 2 8 

gttgttggta tttcgcaaaa taag 24 

<210> 29 
<211> 24 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 29 

cttattttgc ggaagaccaa caac 24 

<210> 30 
<211> 24 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 30 

gttgttggtc ttccgcaaaa taag 24 

<210> 31 
<211> 43 
<212> DNA 
<213> Artificial 
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<220> 

<223> Description of Artificial Sequence: Primer 



<400> 31 

gccgtgctta ttttgcgaga aaccaacaac tataacagcg atg 43 

<210> 32 
<211> 43 
<212> DNA 

<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 32 

catcgctgtt atagttgttg gtttctcgca aaataagcac ggc 43 

<210> 33 
<211> 43 
<212> DNA 

£J <213> Artificial 

2 <220> 

1 22 <223> Description of Artificial Sequence: Primer 

CI <400> 33 

§3 gccgtgctta ttttgcgacg caccaacaac tataacagcg atg 43 

T* <210> 34 

; s <211> 43 

ft <212> DNA 

; f4 <213> Artificial 

Q <220> 

Q <223> Description of Artificial Sequence: Primer 
** <400> 34 

catcgctgtt atagttgttg gtgcgtcgca aaataagcac ggc 43 

<210> 35 
<211> 43 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 35 

gccgtgctta ttttgcgaca taccaacaac tataacagcg atg 43 

<210> 36 
<211> 43 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 36 

catcgctgtt atagttgttg gtatgtcgca aaataagcac ggc 43 
<210> 37 

-10- 



<211> 25 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 37 

gcgacagacg gccaactata acagc 25 

<210> 38 
<211> 25 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 38 

gctgttatag ttggccgtct gtcgc 25 



W <210> 39 

H : <211> 25 

U1 <212> DNA 

(It <213> Artificial 

S <220> 

^ <223> Description of Artificial Sequence: Primer 

M« <400> 39 

fjj gcgacagacc gataactata acagc 25 

5? <210> 40 
<211> 25 
W <212> DNA 

}■* <213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 40 

gctgttatag ttstcggtct gtcgc 25 

<210> 41 
<211> 43 
<212> DNA 

<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 41 

gcgacagacc aacaacgcga acagcgatga tttccagttt gtg 43 

<210> 42 
<211> 43 
<212> DNA 

<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
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<400> 42 

cacaaactgg aaatcatcgc tgttcgcgtt gttggtctgt cgc 



43 



<210> 43 
<211> 22 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 43 

ctataacagt gcagatttcc ag 22 

<210> 44 
<211> 22 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 44 

ctggaaatct gcactgttat ag 22 

<210> 45 
<211> 22 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 45 

ctataacagc aatgatttcc ag 22 

<210> 46 
<211> 22 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 46 

ctggaaatca ttgctgttat ag 22 

<210> 47 
<211> 22 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 47 

ctataacagc gaagacttcc ag 22 

<210> 48 
<211> 22 
<212> DNA 
<213> Artificial 



-12- 



<220> 

<223> Description of Artificial Sequence: Primer 



<400> 48 

ctggaagtct tcgctgttat ag 



22 



<210> 49 
<211> 43 
<212> DNA 
<213> Artificial 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 49 

gcgacagacc aacaactata acagcgatga tgcgcagttt gtg 43 

<210> 50 
<211> 43 
<212> DNA 
<213> Artificial 




<220> 

<223> Description of Artificial Sequence: Primer 



<400> 50 

cacaaactgc gcatcatcgc tgttatagtt gttggtctgt cgc 



43 
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